
Introduction
Post-infarction cardiovascular remodeling and heart failure are the leading cause of myocardial infarction 
(MI)-driven death for the past decades. Experimental observations have involved intestinal microbiota in 
the susceptibility to MI in mice; however, in humans, identifying whether translocation of gut bacteria to 
systemic circulation contributes to cardiovascular events post-MI remains a major challenge.
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Gut-dependent microbial translocation induces inflammation and 
cardiovascular events after ST-elevation myocardial infarction
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Results & Conclusions

1.        Intestinal-associated bacteria is enriched 
in systemic circulation.Because the highest 
translocation products of intestinal bacteria 
in STEMI patients occurs at 2 days after onset, 
the composition of blood microorganisms in 
three groups of people at 2 days was analyzed. 
It was found that STEMI patients had more OTUs 
and diversity than CHD and healthy people. More 
than 12% of plasma bacteria originated from 
the intestine after STEMI, indicating that intestinal 
flora entered the blood after myocardial infarction 
thus increasing the diversity of microorganisms 
in the systemic circulation.

2.        Intestinal bacterial translocation products 
are associated with inflammation and left 
ventricular function.

3.        Intestinal flora translocation promotes 
cardiovascular events after STEMI.

4.        Intestinal permeability of MI leads to microbial translocation and inflammation.

5.        Inhibition of intestinal microbial translocation reduces infarct area.
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